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Doc. Ing. Jit{ Kléma, Ph.D.

September 22nd, 1971

2002: Ph.D. in Artificial Intelligence and Biocybernetics at Czech Technical
University (CTU), thesis: Prototype Applications of Instance-Based Reasoning,
1994: MSc. (Ing.) with honours in Computer Science at CTU, thesis: Machine
Learning as Diagnostic Tool.

since 2014: deputy chair, Dept. of Computer Science, CTU FEE,

since 2013: associate professor, Dept. of Computer Science, CTU FEE,
2005-06: post-doc on text mining in genomics, GREYC lab, Caen, France,
2002-13: assistant professor, Dept. of Cybernetics, CTU FEE,

1996-2013: research fellow, Gerstner lab, Dept. of Cybernetics, CTU FEE.

Data mining and its applications in industry, medicine and bioinformatics.

Learning of predictive models and descriptive patterns from large,
complex and heterogeneous data, the main effort aimed at integration of
measurements and existing prior knowledge. In particular, focus on modelling of
gene expression and RNA-Seq data with the aid of background knowledge on gene
functions, protein interactions, miRNA targets etc. The other application domains
include industrial plants such as paper mills (SUPREME project) or pharmaceutical
production lines (cooperation with Rockwell Automation).

Bioinformatics, Reading Group in Machine Learning and Data Mining,
Foundations of Artificial Intelligence, Applied Statistics.

2020-24: Ministry of Health of the Czech Republic, “Role of transposable elements
and PIWI-interacting RNAs in myelodysplastic syndrome (MDS) and their potential
clinical applications” (NU20-03-00412),

2019-22: The Czech Science Foundation, “Circular RNAs and their relation to RNA
splicing in the pathogenesis of myelodysplastic syndromes” (GA20-19162S),

2019-22: Ministry of Health of the Czech Republic, “Operational tolerance in kidney
transplantation” (NV19-06-00031),

2017-20: Ministry of Health of the Czech Republic, “Long non-coding RNAs in MDS:
clinical relevance and implication in the pathogenesis” (NV17-31398A),

2013-15: Ministry of Health of the Czech Republic, “ XGENE.ORG — a public tool for
integrated analysis of microarray, microRNA and methylation data” (NT14539),
2018-22: MEYS CR Center of Excellence: Research Center for Informatics
(CZ.02.1.01/0.0/0.0/16.019/0000765),

2012-15: European Commission FP7: “SUPREME: Sustainable Predictive Mainte-
nance for Manufacturing Equipment” (7E13027),

Program committees: European Conf. on Artificial Intelligence (ECAI), 2016&25,
Bioinformatics (BIOSTEC), 2012-23, ACM Symp. on Applied Computing, SAC,
Data Mining Track, 2007-19, Int. Symp. on Intelligent Data Analysis, IDA 2009-
11&25, European Conf on Machine Learning, ECML/PKDD 2017-23.

Reviewer for journals: IEEE Trans Syst Man Cybern, Control Cybern, Knowl Inf
Syst, Int J Comput Math, Advances in AI, Mach Learn, Data Min Knowl Disc, J
Biomed Inform, BMC Bioinf, Methods, GigaScience, Heliyon, Inf Sci, EBioMedicine.
Editor: Open Computer Science journal.

more than 50 IF journal publications, 5 in reviewed international journals, 7 book
chapters, more than 60 conference papers.

Times cited (WoS): 787, h-index (WoS): 18.
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